Background: TNM staging of cancer is used to establish the treatment and prognosis for cancer patients, and also allows the assessment of screening programmes and hospital performance. Collection of staging data is becoming a cornerstone for cancer registries. The objective of the study was to assess the completeness of T, N, M and stage grouping registration for all cancers in the Mallorca Cancer Registry in [2006][2007][2008] and to explore differences in T, N, M and stage grouping completeness by site, gender, age and type of hospital. Methods: All invasive cancer cases during the period 2006-2008 were selected. DCO, as well as children's cancers, CNS, unknown primary tumours and some haematological cases were excluded. T, N, M and stage grouping were collected separately and followed UICC (International Union Against Cancer) 7th edition guidelines. For T and N, we registered whether they were pathological or clinical. Results: Ten thousand two hundred fifty-seven cases were registered. After exclusions, the study was performed with 9283 cases; 39.4 % of whom were women and 60.6 % were men. T was obtained in 48.6 % cases, N in 36.5 %, M in 40 % and stage in 37.9 %. T and N were pathological in 71 % of cases. Stage completeness exceeded 50 % in lung, colon, ovary and oesophagus, although T also exceeded 50 % at other sites, including rectum, larynx, colon, breast, bladder and melanoma. No differences were found in TNM or stage completeness by gender. Completeness was lower in younger and older patients, and in cases diagnosed in private clinics. Conclusions: T, N, M and stage grouping data collection in population-based cancer registries is feasible and desirable.
Background
The Tumour Node Metastasis (TNM) system is the most extended scheme of stage grouping in cancer [1] , although there are still some cancers that cannot be classified within TNM system, such as children's cancers, Central Nervous System (CNS) tumours and some haematological diseases. In others, lymphoma or myeloma for instance, stage grouping can be assessed but not T, N and M.
Stage grouping summarises the anatomical extension of a cancer at the moment of diagnosis and is based on three components: the T (primary tumour growth), the N (local lymph node involvement) and the M (distant metastasis). Stage grouping classifies cancers into: stage I (small or superficial localised cancer), stage II (large or deep localised cancer), stage III (regionally spread cancer) and stage IV (cancer with distant metastasis). In clinical practice, it is used to establish the treatment as well as the prognosis of each patient so it is important for both hospital clinicians and primary health care physicians. For populationbased cancer registries, stage is becoming a cornerstone because it permits calculation of survival, assessment of the results of screening programmes and inter-hospital performance comparisons. However, only about 23 % of the cancer registries which contributed to the IX volume of Cancer Incidence in Five Continents, recorded stage grouping for all cancer topographies [2, 3] . The Danish Cancer Registry (DCR), the oldest in the world, is one of them [4] .
The Mallorca Cancer Registry (MCR) covers the Spanish island of Mallorca, with around 800,000 inhabitants. It was created in 1989 by a group of clinicians, the so-called Grup d'Estudis del Càncer Colorectal. Not until 2008 was it integrated into the Public Health Department. MCR had started the registration of T, N and M and stage tentatively in 2000. Since 2006, it has become standard procedure for all cancer sites.
The objectives of this study are: 1) To assess the completeness of T, N and M and stage registration for all cancers in the MCR between 2006 and 2008, and 2) To explore differences in completeness by site, gender, age and type of hospital. Both objectives pursue the improvement the collection of T, N, M and stage grouping in the MCR, as well as its accuracy.
Methods
MCR collects all invasive and in situ cancer cases at all topographies, plus uncertain and benign bladder and CNS tumour cases. Since 2000, registration of skin cancer cases other than melanoma, mainly squamous and basal cell carcinoma has been suspended because of the enormous workload it generates (around 40 % of all cancers).
Dataset
All invasive cancer cases diagnosed in the period 2006 to 2008 were selected. Death Certificate Only (DCO) cases (cases identified only through the death certificate) as well as children's cancers (0-14 years inclusive), CNS, unknown primary tumours (C26, C39, C48, C76 and C80) and some haematological cases (leukaemia and immunoproliferative, myeloproliferative and myelodysplastic syndromes) were excluded because they cannot be staged.
We included the following variables: gender; date of birth; type of hospital where the case was diagnosed (public versus private); date of diagnosis; topography and morphology according the International Classification of Diseases for Oncology (ICD-O) 3rd edition [5] ; T, N, M and stage grouping according to guidelines in the Union for International Cancer Control (UICC) 7th edition [1] . We clustered some topographies and we identified some cancers through morphology (Table 1) .
T, N, M and stage grouping data were collected by two doctors and two nurses specifically trained from distinct sources: pathology reports; diagnostic imaging test reports such as computerised axial tomography or echoendoscopy, and clinical records. Initially, we registered the information available in these reports, recording T, N, M and stage grouping separately. Nevertheless, when they were not available, but we could calculate it, we did. Indeed, for T and N components, we registered whether they were pathological (from pathology reports) or clinical (from radiology reports) according to UICC 7th edition rules [1] . For some gynaecological tumours, especially ovary and cervix, information on the stage grouping was available, but not the T, N and M components. Indeed, when M was 1, we assumed stage IV even in the absence of the T and N. 
Results
During the period 2006-2008, 10,257 cases of invasive cancer were registered in the MCR, of which 167 cases were excluded because they were DCO, 61 as they were in children, 165 because they were CNS, 221 cases due to unknown primary tumour and 427 as they were leukaemia or other haematological syndromes. Finally, the study was performed with 9283 cases.
In men, prostate cancer was the most frequent with 24.6 % of cases, followed by lung (20.9 %), bladder (11.3 %), and colon (10.2 %). In women, breast cancer was by far the most frequent with 34.2 % of cases, followed by colon (11.5 %), uterus (7.3 %) and lung (6.7 %) ( Table 2) .
Distribution of cases by gender was as follows: 39.4 % in women and 60.6 % in men. Regarding age at diagnosis: 4.8 % were under 40 years old, 42.3 % were between 41 and 65, 38.7 % between 66 and 80 and 14.2 % older than 80. Three out of four patients (74.2 %) were treated at public hospitals, and the rest (25.8 %) at private clinics.
Stage grouping data was obtained in 3514 cases (37.9 %), T in 4508 cases (48.6 %), N in 3392 (36.5 %) and M in 3769 (40.6 %). T and N components were pathological in 70.6 % and 70.9 % of cases respectively. Distribution of T, N, M and stage grouping completeness by topography or histology is shown in Table 1 . Stage grouping completeness exceeded 50 % in lung, colon, ovary and oesophagus; T completeness exceeded 50 % in colon, rectum, larynx, breast, penis, testis, bladder and urinary tract and melanoma; N completeness exceeded 50 % in colon, rectum and breast; and finally, M completeness exceeded 50 % in oesophagus, colon, rectum, lung and melanoma. T and N were mostly pathological in colon, gallbladder, larynx, breast, vulva, cervix uteri, uterus, ovary, penis, prostate, kidney and thyroid gland, and mostly clinical in stomach, pancreas, lung and bladder and urinary tract. In some cases, such as the ovary, T and N were recorded in less than 20 % of cases, although stage grouping was registered in more than half.
Distribution of T, N, M and stage grouping completeness by gender, age and type of hospital can be seen in Table 3 . Differences by age and type of hospital were observed, but not by gender.
Discussion
We hope that this paper will be of interest not only to cancer-registry staff, but also to hospital clinicians and primary health care physicians, as they would benefit most from an optimal registration of T, N, M and stage grouping, and are well placed to contribute to building a comprehensive population-based cancer register.
We obtained stage grouping data in almost one in two cases. It is clear that this percentage is not high enough. But looking through the results, we realise that we have been too conservative in N and M assignment. First, according to the 7th edition of the IUCC TNM guide [1] , the use of X for the M category is considered to be inappropriate as clinical assessment of metastasis can be based on physical examination alone. Following this rule, the percentage of M obtained in our series should be 100 % rather than 40 %, so we could assume the remaining 60 % to be M0, especially if the patient is alive. Furthermore, in daily practice, oncologists and other clinicians make assumptions to complete the TNM components and make treatment decisions. Cancer registries could do the same, taking advantage of the fact that T, N, M and stage data are collected retrospectively. For instance, looking at our data for bladder and urinary tract cancer, we only obtained 5.9 % of stage grouping, but 77.7 % of the T component, while in the DCR they obtained 44.1 % of stage grouping, but only 61.8 % of T [6] . We believe that it could be assumed that all T1 cases are stage 1, even if the N component has not been verified, especially if they are asymptomatic and alive 5 years after the diagnosis.
To reduce the percentage of missing values, an alternative is to use the Summary Stage 2000 proposed by the American Surveillance, Epidemiology and End Results Program (SEER), a simplified scheme of staging grouping in: in situ, localised, locally extended and disseminated cancers, as the DCR did, assuming a relatively small loss of information compared to the stage grouping [7] [8] [9] [10] . In our opinion, it is better to keep using T, N, M and stage grouping, trying to reduce the percentage of unknown stage cases and using multiple imputation method to deal with missing values, as they have shown to provide accurate estimates [11, 12] .
Completeness of T, N, M and stage grouping was similar in men and women. Regarding age, we did not observe a decline with age as seen in the DCR or the SEER registries [6] [7] [8] [9] [10] 13] , but a lower completeness in young adults and elderly. We believe that there are different explanations for both age groups. In patients under 40 years old, perhaps it is due to a predominance of cancers that cannot be staged with TNM, as it happen with childhood cases. On the other hand, in patients over 80, we found lower T, N and M, but a similar percentage of stage grouping, probably due to less aggressive treatments in elderly people [14, 15] . Finally, as expected, considerably less T, N, M and stage grouping data have been found for patients diagnosed in private clinics. This is related to the absence or the inaccessibility of clinical records in these centres. Improvements in this area would be beneficial. Apart from completeness, the accuracy of T, N, M and stage grouping in cancer registries should also be assessed, as New Zealand Cancer Registry is doing [14] . In our case, the benchmark should be the revision of clinical records by an oncologist. It would be interesting also to compare the accuracy of T, N, M and stage grouping between automatic data collection systems, such as the DCR, and registries using manual collection such as the MCR. It has to be admitted that collection of T, N, M and stage grouping using our method involves the review of almost all clinical records, which is laborious but feasible thanks to the availability of electronic clinical records. Furthermore, a high degree of accuracy can be expected, since multiple sources are used.
The current TNM System already does include some symptoms and molecular patterns. Future editions will almost certainly include more, as some authors claim [16] . Nevertheless, in population-based cancer registries, which prioritise quality over amount of information collected, adding new variables to their dataset has to be carefully considered because each new variable can dramatically increase the workload involved. Obtaining feedback from oncologists and other clinicians would be appropriate in this regard.
Conclusions
In conclusion, collection of T, N, M and stage grouping data in population-based cancer registries is feasible and desirable, as stage is the main prognostic factor in many cancers. An international agreement on recommended T, N and M assumptions for missing data is proposed in addition to another for the eventual inclusion of new variables for stage grouping. 
